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Table 1. Collection holdings in NIH and NCCP s o 200802
T Mational Institute of Health Standardized Resources in NCCP
Classification s S T

Spedies Strains Species Strains
Bacteria 412 83,144 412 2075
Fungi 65 145 65 119
Yeasts 16 105 16 78
Virus 52 0 2 3
High-nisk Pathogens o n7 9 217
Plasmds 1 30 1 3
Clones 5 286 | 19
Cell lines 2 2 B 73
Monodonal antibodies 8 104 & 104
Aptamer 1 200 1 200
Total 371 B4,329 523 3,095

Table 2. Current data of biomarker database

Disease groups Disease Pathogen Biomarker
Gastrointestinal infection 14 14 107
Respiratory infection 16 18 154
Neurological infection 2 1 13
Urogenital infection 9 10 46
Viral hepatitis 5 5 10
Hemorrhagic fever 4 i ¥
Zoonosis 10 9 127
Arbovirus infection 5 5 110
Antibiotics-resistance 2] (] 83
Bioterronism 8 ] 83
Vector-borne infection 10 b 63
Total 79 79 714
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rRNAS} Solfdxr A71A4d 4] 5o 0 A4S 93 71 A3 Fasta Joh3]. HgAe w2t
Ja3 45 GC-MIDIZ o]&3 At A, @3« A, PCRS o] &3 Sol#xa & &<
AE, aelal Hed FIAE o &4t HAAE BES] 3 AFS Fasta glor yA
EAo] w2 A3star 215 3l AWM st dF = ®aska k4, 5, 6], HF FAH HAAE
A 4SS FANZAGE AX P2 A, BESIa don, Bl i AfolE Bl A
g7 He] AF AH 2 BY 54 T8 Hriete] B¢ AR E BRI B¢ A4S A FHTS
Aoz FoFstal 9lth. Table 3eA e} o] w7t AL LA E HAF7|H, dishal @ A of
AL 5 F 19770 Vel Al A 5o HEATE vid 4004 HE BSsta ok 2 YoM
1990 o] % F 1,400918lo] ZA 6,7000] 9o S &L L #F £ 1540 124
A7t 13]o) gste] EFstal gk 7 HYaAE

=
A9 AR AE L PG AL 94 199 AR
[e)

DNA 5 o4& Relste] Rostn gov), a4 2
AEFO A GFF WAANE FFn 94 BH Yo Yo IRFAEY 4TE WIdtol



i}
o%
=
o
(o,
i—“/
il
of

N, EFstaat g

The present information sysiem Korea Biospecimen network
_ KOBRIN KBN Integrated
Cem— —— Mﬂnﬂgﬂmanl System

=y |\ s *. ‘@‘I
*E% T'F"E gﬁ 713

KCDC

e

Figure 2. Korea Biospecimen Network System

Table 3. Distnbation records of NCCP

Organization Classification Purpose Strains
2006 2007 2008
Mational Institute of Health Bacteria, Biomarkers Diagnosis, Research M 4 33
Province Research Institute of Bacteria, Fungi, Yeasts  Education 299 228 am
Public Health and Environment
Korea Food and Drug Administration Bacteria Diagnosis - 5 18
Wational Institute of Environmental Research Bacteria Diagnosis 14 - -
National Fisheries Products Quality Inspection Service  Bacteria Diagnosis 15 - -
Institute of Research (Hospital, University etc.) Bactena Education, Research ® 61 39
Manufactures (Pharmaceutical company etc.) Bacteria Reference = 1 2
491 355 W

Table 4. Order price for distribution

ltem Class Price (KRW])

Pathogenic resource easy to growth and storage A 20,000

- Standard strain of bacteria, yeast
Pathogenic resource easy to growth but difficult to storage B 40,000

- Bacteria : Not included Class A, C

- Yeast

- Mold
Pathogenic resource difficult to growth and storage C 4,000

- Anaerobes, low-temperature bacteria (below 15°...), high-tempemh.lre bacteria (below 70r...)
- Microorganism impossible to frecze-dry

- Microorganism need serum for growth

- High-risk pathogens

- Virus
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Figure 3, Infectious Disease Biomarker Database
Table 4. Order price for distribution
Item Class Price (KEW)
Pathogenic resource easy to growth and storage A 20,000
- Standard strain of bacteria, yeast
Pathogenic resource easy o growth but difficult o storage B 40,000
- Bacteria : Not included Class A, C
- Yeast
- Mold
Pathogenic resource difficult to growth and storage C &0,000

- Anaerobes, low-temperature bacteria (below 15°,..), high-temperature bacteria (below 70°,..)
= Microorganism impossible to freeze-dry

- Microorganism need serum for growth

= High-risk pathogens

- Virus
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Table 3. Target pathogens of regional bank

Classification Target pathogens
High-frequency Pathogens S, airenis P aernginosg

Coagulase (-) Staphylococeus A berninanni

E. ferecitem E. clovicne

E. faecalis C. fresndii

S, e nmmonioe S, mnrcesoens

5, prgertes P. mirithilis

5. agaleactine M. mrorgeani

Piridans ot Stephococcns non typhoidal Salmenelia

E. colf H. inflterzn

K. prienimortine C. albicans

Specialized Pathogens Pathogens fram blood and high fever patients Arcanobacterinnt

cltliimryelin
Haemoplrilus
Mucoplasing

Microaerobes and anaerobes Camiprylobucier
Helicobacter
Chlostriclisin
Bacteroides
Erdwictertrin
Metsserin

Pathogens from hospital acquired infection Legrionella
Pesnihinmonis
Acimetobocter
Enteroducter
Citroduncier

Antimicrobial resistant bacteria VRE®
ESBL producing bacteria’

* WRE : Vancomycin-Resistant Enterococous
T ESHL : Extendoed-spectrum beta-ctamase
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Figure 4. Connection scheme of NCCP with Unit Banks
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Table 6. Mid-1o long term promotional plan for NCCP funat: saruins)
T Year
RISULIECES — 2009 2010 2011 22 23
Deposition from Unit Banks 400 3450 4,000 4,050 4,100
Self-standardized Resources 50 50 50 50 50
Expected NCCTP open resources 1,300 1,550 25600 3100 3,400
Remark Establish Specimen Bank  EstablishClone Bank. ~ Establish 1of  Establish 1of
(3000 specimens year) (R00clones year) Collaborative  Collaborative
and 1 of Collaborative and 1 of Collaborative  Bank Bank
Bank Bank
O A2 2Ho MA J[H otd & 2 22| MA = (2008-2010)
- HAM XA 2| 2H At Mgk Ateto e HA 27 otz (2009)
- Xzl AHAH, X Quality Control & A28 2o st =xda3¢ I1ISO 17025, 34 2
9001 &= (2009-2010)
- BEHolz #d I A7 Hdiut=Eof st 7[8 MXZ obE (2009-2010)
@ Aol &S OHY 2 =HEAAH = (2008-2012)
- DRIEAATY HR WA XA MAFC EEae| AJA"” 7= (2009-10)
- 78 HMAtEe = & I EEILF JHY (2008-2012)
- 22, g2, g4 i 5 HAA KXY ML S =HE A|A” FF (2010-12)
- IZ7tE A XY MEDB 75 ¥ HUAMHAE St EHoER AFARe MEE 28 A|AH
=i &t (2010-2012
® Aol HE e 3 M e AlA" =2l (2010-2012)
- HAMAH el ehEMoln UMl EE zE|H e
- Al MmN Vs fIE Aol Fx H Vs A, MEXHE 24 Vs EE
@ HAMNKY ZAd2HoZMo| Ag 25} (2008-2012)
- FVMEEMAY BL2YCEM XY I AF2e X0l AHAXMe 2ds fIF
EZE JtolE 2ielg MAlstD XM EUER T #+5 (2008-2012
T8 ARE At BAToRA HE A AdeR ARdE 7 s HdA Al dig
S7HAQ FA7E o FojEolor & Aow AzHY, Ry dd AFAENA FHe AuE Aw
stal 2ol Zhesald g s WAl AT el = HAd mEE v Aot
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